
Highlights of TPD Discovery Platform

Targeted Protein Degradation (TPD) Drug Discovery Platform 

Since 2016, WuXi Biology has built a comprehensive Targeted 

Protein Degradation (TPD) discovery service platform that covers 

20+ assay technologies, making it ideal for investigating the TPD 

function cycle from binary/ternary complex formation, POI 

ubiquitination to degradation. The platform covers a diversified 

collection of TPD modalities including proteolysis targeting 

chimers (protacs), molecular glue, lysosome-targeting chimeras 

(LYTACs), deubiquitinase-targeting chimeras (DUBTACs), degrader 

antibody conjugates (DACs) and more. Here we demonstrate the 

capabilities of our TPD platform and share the TPD research 

strategy with relevant case studies. 

Chemical Inducer of Proximity (CIP) DEL Screen

Ready-To-Go Diversity Library

Target Engagement Investigation

Cooperativity Evaluation in Biochemical Assay

Permeability Evaluation in Cellular Assay

Hit Selection with CRBN-focused CIP DEL

“ 2 in 1 ” POI Degradation System

Solutions to Degradation Evaluation

End-Point Detection Kinetic Detection

Profiling of CRBN Neo-Substrates

Rescue of Degradation via Depriving E3 Ligase

Degradation Mechanistic Investigation

Rich Experience in Multiple In Vivo Models 

AR Mutant Cell Line Generation 
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Castrated parental LNCaP model
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Castrated LNCaP ARF877L mutant model
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Hit Identification and Confirmation

Discovery and Evaluation Strategy for 
Proteolysis Targeting Chimeras

Degradation and Mechanistic Studies In Vivo Pharmacology

Target Validation and Deconvolution
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Note: PROTAC refers to Proteolysis Targeting Chimeras, PROTAC is the abbreviated term used for this context. 
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