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Experience and Cutting-Edge Facilities
• >20 cryo-EM structures determined in 2023

• 15 years’ experience structural biology sample
preparation

• 7 PhD-level scientists with proven EM track record

• In-house sample preparation laboratory (Vitrobot IV)

• Rapid access to screening (Glacios) and data
collection (Krios) microscopes

• Close integration with protein production,
biochemistry, biophysics and screening groups
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Find us via 
LinkedIn

Contact us
Technical Experts:
Crelux_CR@wuxiapptec.com
DB_Service@wuxiapptec.com

:

Website: wuxibiology.com

https://wuxibiology.com/contact-us/
mailto:Crelux_CR@wuxiapptec.com
mailto:DB_Service@wuxiapptec.com
https://wuxibiology.com/

	Slide Number 1

